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Detailed milk composition measurements:
Why measure more than fat, protein and lactose?

Genetics
Farm system
Feed
Environment

¥

Milk:

Protein

Fat

Lactose

+ thousands of low concentration molecules

Flavour

Processability
Micronutrient composition
Origin/terroir

Fraud
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Rapid Evaporative lonisation Mass Spectrometry

e https://vimeo.com/flashworksmedia/review/338785333/7d127bd5a7



https://vimeo.com/flashworksmedia/review/338785333/7d127bd5a7
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REIMS detects a wide range of molecules

_ _Fatty acids

Diglycerides
Triglycerides
Phospholipids
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Characterisation of meat using REIMS
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REIMS fingerprinting of milk:
Moo vs baa: bovine and ovine milk very different
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BEII\/IS analysis of different sheep milk conditions
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Effect of sheep housing on milk composition
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Summary and Future

 REIMS was able to detect differences between farms and farm systems based on sheep
milk composition

« What do these compositional differences mean in practice?
* Bovine and ovine milk are clearly different and this can be detected rapidly

« Sheep milk varies greatly, and there could be value in understanding the potential value from
differences in milk composition
e Seasonal variation
« Genetic variation
« Geographic variation

 Mass spectral fingerprinting methods detecting thousands of variables from direct sample
measurements have great potential for quality and traceability tracking

- Method improvements (laser interface) should increase throughput and more
comprehensive characterisation of sheep milk can be carried out
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